endoplasmic|golgi plasma extracellular

UniprotKB Entry name organism full name (oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion . .
ID sites sites reticulum apparatus / membrane region
035114 SCRB2_MOUSE Mus Lysosome (35.009599 S124 NaN 37507081;40885482 MGRCCFYTAGTLSLLLLVTSVTLLVA [False True 1.925 [1.842 |2.159 2.612 2.348 4.56 1.877
musculus |[membrane RVFQKAVDQTIEKNMVLQNGTKVF
protein 2 NSWEKPPLPVYIQFYFFNVTNPEEIL

QGEIPLLEEVGPYTYRELRNKANIQF
GENGTTISAVINKAYVFERNQSVGD
PNVDLIRTINIPLLTVVDLAQLTLLRE
LIEAMLKAYQQKLFVIHTVHELLWG
'YKDEILSLVHIFKPDVSPNFGLFYER
NGTNDGEYVFLTGEDNYLNFSKIVE
IWNGKTSLDWWTTDTCNMINGTDG
DSFHPLISKDEVLYLFPSDLCRSVHI
TFSSFENVEGLPAFRYKVPAEILANT
SENAGFCIPEGNCMDSGVLNISICK
NGAPIIMSFPHFYQADEKFVSAIKG
MHPNKEEHESFVDINPLTGIILRGAK
RFQINTYVRKLDDFVETGDIRTMVFP
VMYLNESVLIDKETANQLKSVINTTL
IVVTNIPYIIMALGVFFGLVFTWLACR
GQGSMDEGTADERAPLIRT




