UniprotKB Entry organism full oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi E extl"acellular

ID name name sites sites reticulum apparatus membrane region

035116 CTND2_RAT |Rattus Catenin [36.054081 NaN NaN 18683930;38843836 [FPSVQSNAAAYLQHLCFGDNKIKAEI [True False 2.919 (4.231 0.935 False False 1.168 0.862
norvegicus |delta-2 RRQGGIQLLVDLLDHRMTEVHRSAC

GALRNLVYGKANDDNKIALKNCGGI
PALVRLLRKTTDLEIRELVTGVLWNL
SSCDALKMPIIQDALAVLTNAVIIPHS
GWENSPLQDDRKIQLHSSQVLRNAT
GCLRNVSSAGEEARRRMRECDGLT
DALLYVIQSALGSSEIDSKTVENCVCI
LRNLSYRLAAETSQGQHMGTDELD
GLLCGEANGKDAESSGCWGKKKKK
KKSQDQWDGVG




