
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O35218 CPSF2_MOUSE Mus
musculus

Cleavage	and
polyadenylation
specificity
factor	subunit
2

25.685855 NaN S419;S420;S423;S660 39627609 MTSIIKLTTLSGVQEESALCYLLQVD
EFRFLLDCGWDEHFSVDIIDSLRKH
VHQIDAVLLSHPDPLHLGALPFAVG
KLGLNCAIYATIPVYKMGQMFMYDL
YQSRHNTEDFTLFTLDDVDAAFDKI
QQLKFSQIVNLKGKGHGLSITPLPAG
HMIGGTIWKIVKDGEEEIVYAVDFN
HKREIHLNGCSLEMLSRPSLLITDSF
NATYVQPRRKQRDEQLLTNVLETLR
GDGNVLIAVDTAGRVLELAQLLDQI
WRTKDAGLGVYSLALLNNVSYNVVE
FSKSQVEWMSDKLMRCFEDKRNNP
FQFRHLSLCHGLSDLARVPSPKVVL
ASQPDLECGFSRDLFIQWCQDPKNS
IILTYRTTPGTLARFLIDNPTEKVTEIE
LRKRVKLEGKELEEYVEKEKLKKEA
AKKLEQSKEADIDSSDESDVEEDVD
QPSAHKTKHDLMMKGEGSRKGSFF
KQAKKSYPMFPAPEERIKWDEYGEII
KPEDFLVPELQATEEEKSKLESGLT
NGEEPMDQDLSDVPTKCVSATESIEI
KARVTYIDYEGRSDGDSIKKIINQMK
PRQLIIVHGPPEASQDLAECCRAFGG
KDIKVYMPKLHETVDATSETHIYQVR
LKDSLVSSLQFCKAKDAELAWIDGV
LDMRVSKVDTGVILEEGELKDDGED
SEMQVDAPSDSSAMAQQKAMKSLF
GEDEKELGEETEIIPTLEPLPPHEVP
GHQSVFMNEPRLSDFKQVLLREGIQ
AEFVGGVLVCNNQVAVRRTETGRIG
LEGCLCQDFYRIRDLLYEQYAIV

True False 2.191 5.0 0.953 0.54 False 1.039 0.59


