UniprotKB Entry name (organism full loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma—
ID name sites reticulum apparatus membr:
035303 DNM1L_RAT |Rattus Dynamin- 44.995221 T604;T605(S542;S561;5626;5635;S656 [34764359;33422108;22745122;186 |MEALIPVINKLQDVFNTVGADIIQLP [None None None [None |None None None None
norvegicus|1-like 83930 QIVVVGTQSSGKSSVLESLVGRDLLP
protein RGTGVVTRRPLILQLVHVSPEDKRKT

TGEENDPATWKNSRHLSKGVEAEE
WGKFLHTKNKLYTDFDEIRQEIENE
TERISGNNKGVSPEPIHLKVESPNVV
NLTLVDLPGMTKVPVGDQPKDIELQI
RELILRFISNPNSIILAVTAANTDMAT
SEALKISREVDPDGRRTLAVITKLDL
MDAGTDAMDVLMGRVIPVKLGIIGV
IVNRSQLDINNKKSVTDSIRDEYAFL
QKKYPSLANRNGTKYLARTLNRLLM
HHIRDCLPELKTRINVLAAQYQSLLN
SYGEPVDDKSATLLQLITKFATEYCN
TIEGTAKYIETSELCGGARICYIFHET
FGRTLESVDPLGGLNTIDILTAIRNAT
GPRPALFVPEVSFELLVKRQIKRLEE
PSLRCVELVHEEMQRIIQHCSNYST
QELLRFPKLHDAIVEVVTCLLRKRLP
VTINEMVHNLVAIELAYINTKHPDFA
DACGLMNNNIEEQRRNRLARELPS
IAVSRDKSSKVPSALAPASQEPSPAAS
IAEADGKLIQDNRRETKNVASAGGGI
GDGGRIGDGGQEPTTGNWRGMLKT
SKAEELLAEEKSKPIPIMPASPQKGH
IAVNLLDVPVPVARKLSAREQRDCEVI
ERLIKSYFLIVRKNIQDSVPKAVMHF
LVNHVKDTLQSELVGQLYKSSLLDD
LLTESEDMAQRRKEAADMLKALQG
IASQITAEIRETHLW




