UniprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr-acellular
ID name sites sites reticulum |apparatus membrane [region
035343 IMA3_MOUSE |Mus Importin|39.671809 NaN S60 33300544;40997131;34887587 MADNEKLDNQRLKNFKNKGRDLET [True False 4.698 |5.0 1.606 1.212 0.805 1.487 1.477
musculus |subunit MRRQRNEVVVELRKNKRDEHLLKR
alpha-3

RNVPQEDICEDSDIDGDYRVQNTSL
EAIVQNASSDNQGIQLSAVQAARKLL
SSDRNPPIDDLIKSGILPILVHCLERD
DNPSLQFEAAWALTNIASGTSEQTQ
IAVVQSNAVPLFLRLLHSPHQNVCEQ
IAVWALGNIIGDGPQCRDYVISLGVVK
PLLSFISPSIPITFLRNVTWVMVNLC
RHKDPPPPMETIQEILPALCVLIHHT
DVNILVDTVWALSYLTDAGNEQIQM
VIDSGIVPHLVPLLSHQEVKVQTAAL
RAVGNIVTGTDEQTQVVLNCDALSH
FPALLTHPKEKINKEAVWFLSNITAG
NQQQVQAVIDANLVPMITHLLDKGD
FGTQKEAAWAISNLTISGRKDQVAYL
IQQNVIPPFCNLLTVKDAQVVQVVLD
GLSNILKMAEDQAETIANLIEECGGL
EKIEQLQNHENEDIYKLAYEIIDQFF
SSDDIDEDPSLVPESVQGGTFGFNS
STNVPTEGFQF




