
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O35385 PPE2_MOUSE Mus
musculus

Serine/threonine-
protein
phosphatase
with	EF-hands	2

33.892128 T337;S338 NaN 29187734;40021952 MGSSSSTQHHFAFQNAEKAFKAAA
LIQRWYRRYMARLEMRRRCTWNIF
QSIEYAGQQDQVKLHEFFSYLVDHF
TPSSHHERDFLNRMFTEERFAQDV
ETEEGGDFESIEVPDSYTGPRLSFPL
LPDHATALVEAFRLRQQLHARYVLN
LLYETRKHLAQLPNINRVSTCYSEEV
TVCGDLHGQLDDLIFIFYKNGLPSPE
RAYVFNGDFVDRGKDSVEVLMVLFA
FMLVYPKEFHLNRGNHEDHLVNLR
YGFTKEVMHKYKIHGKKILRTLQDV
FCWLPLATLVDEKVLVLHGGVSDKT
DLELLAKLDRHKIVSTMRCKTRKES
ENREEQKRKDNQTSSGQKPTPWFL
PQSRSLPSSPFHLGSGFKAYKAGRS
CSIPCGSPNSKELSRRGQVRRSVDL
ELEQCRQQAGFLGIREKGESLPLAP
DADCVADGGGVLEPTPEEWKQVVDI
LWSDPAAQEGCKANAVRGGGCYFG
PDVTERLMEKYKLQLLIRSHECKPE
GYEFCHNRKVLTIFSASNYYEVGSN
RGAYVKLGPALTPHIVQYQANKATH
RLTMRQRISRVEESALRALRQKLFA
HSSDLLVEFRKRDPDESGVITLSDW
ATAVESVLHLGLPWRMLRPQLVNSS
ADNVLEYRSWLDSLAKEQLSRENIQ
SSLLEKLYRNRSNLETIFRIIDSDHS
GFISLDEFRQTWKLFSSHMSIDITDD
GICDLARSIDFNKDGHIDINEFLEAF
RLVEQSCLEGHASACLQSTDTAESG
HSSPGPC

False False 2.841 1.266 0.188 False False False 0.281


