UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acellula
ID sites sites reticulum |apparatus membrane region
035490 BHMT1_MOUSE |Mus Betaine-- 25.804574 NaN S330 36064721;37453647 MAPVAGKKAKKGILERLNAGEVVIG |None None None |None None None None None None

musculus

homocysteine S-
methyltransferase
1

DGGFVFALEKRGYVKAGPWTPEAAV
EHPEAVRQLHREFLRAGSNVMQTF
TFYASEDKLENRGNYVAEKISGQKV
NEAACDIARQVADEGDALVAGGVSQ
TPSYLSCKSEVEVKKIFRQQLEVFMK
KNVDFLIAEYFEHVEEAVWAVEALK
ASGKPVAATMCIGPEGDLHGVPPGE
CAVRLVKAGASIVGVNCHFDPSVSL
QTVKLMKEGLEAARLKAYLMSQPLA
YHTPDCGKQGFIDLPEFPFGLEPRVA
TRWDIQKYAREAYNLGVRYIGGCCG
FEPYHIRAIAEELAPERGFLPPASEK
HGSWGSGLDMHTKPWIRARARKEY
WQNLRIASGRPYNPSMSRPDAWGV
TKGAAELMQQKEATTEQQLRELFEK
QKFKSAQ




