UniprotKB

Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular [cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl_"acellular
ID sites sites reticulum apparatus membrane [region
035681 SYT3_MOUSE [Mus Synaptotagmin-|24.474581 NaN NaN 33300544 MSGDYEDDLCRRALILVSDLCARVR |None None None |None None None None None None
musculus |3 DADTNDRCQEFNELRIRGYPRGPDA

DISVSLLSVIVTFCGIVLLGVSLFVSW
KLCWVPWRDKGGSAVGGGPLRKDL
APGVGLAGLVGGGGHHLGASLGGH
PLLGGPHHHGHTAHHPPFAELLEPG
GLGGSEPPEPSYLDMDSYPEAAVAS
'VVAAGVKPSQTSPELPSEGGTGSGLL
LLPPSGGGLPSAQSHQQVTSLAPTTR
YPALPRPLTQQTLTTQADPSTEERPP
ALPLPLPGGEEKAKLIGQIKPELYQG
TGPGGRRGGGSGEAGAPCGRISFAL
RYLYGSDHLVVRILQALDLPAKDSN
GFSDPYVKIYLLPDRKKKFQTKVHRK
TLNPIFNETFQFSVPLAELAQRKLHF
SVYDFDRFSRHDLIGQVVLDNLLEL
AEQPPDRPLWRDILEGGSEKADLGE
LNFSLCYLPTAGRLTVTIIKASNLKA
MDLTGFSDPYVKASLISEGRRLKKR
KTSIKKNTLNPTYNEALVFDVAPESV
ENVGLSIAVVDYDCIGHNEVIGVCRV
GPEAADPHGREHWAEMLANPRKPV
EHWHQLVEEKTLSSFTKGGKGLSEK
ENSE




