UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol \nucleus mitochndrion em‘ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
035728 CP4AE_MOUSE [Mus Cytochrome 23.627151 NaN S437 37453647 MGFFLFSPTRYLDGISGFFQWAFLL |False True 1.573 |1.927 |2.013 5.0 1.803 1.407 1.7

musculus

P450 4A14

SLFLVLFKAVQFYLRRQWLLKTLQH
FPCMPSHWLWGHHLKDKELQQILI
WVEKFPSACLQCLSGSNIRVLLYDP
DYVKVVLGRSDPKASGIYQFFAPWIG
YGLLLLNGKKWFQHRRMLTPAFHY
DILKPYVKIMADSVNIMLDKWEKLD
GQDHPLEIFHCVSLMTLDTVMKCAF
SYQGSVQLDENSKLYTKAVEDLNNL
TFFRLRNAFYKYNIITYNMSSDGRLSH
HACQIAHEHTDGVIKMRKSQLQNEE
ELQKARKKRHLDFLDILLFARMEDR
NSLSDEDLRAEVDTFMFEGHDTTAS
GISWIFYALATHPEHQQRCREEVQSI
LGDGTSVITWDHLGQMPYTTMCIKE
IALRLYPPVISVSRELSSPVTFPDGRSI
PKGITATISIYGLHHNPRFWPNPKVF
DPSRFAPDSSHHSHAYLPFSGGSRN
CIGKQFAMNELKVAVALTLLRFELLP
DPTRIPVPIARLVLKSKNGIHLCLKKL
R




