UniprotKB Entry name |organism |full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma eth:aC(
ID sites sites reticulum |apparatus membrane region
035857 TIM44_MOUSE Mus Mitochondrial [23.237339 NaN T128;S180 37453647;37507081;36288343 MAAAALRGGWCRCPRRCLGSGIQFL [True False 1.702 [3.551  [4.647 1.333 0.62 1.146 0.842

musculus

import inner
membrane
translocase
subunit
TIM44

SSHNLPHGSSYQISRPGRELTLTKSY
SSGSRKGFLSGLLDNIKQELAKNKE
MKESIKKFRDEAKKLEESDALQEAR
RKYKSIESETVRTSEAIKKKLGELTGT
VKESLDEVSKSDLGRKIKEGVEEAAR
TAKQSAESVSKSGEKLGKTAAFKAIS
QGVESVKKELDESVLGQTGPYRRPE
RLRKRTEFAGAKFKESKVFEANEEA
LGVVLHKDSKWYQQWKDFKDNNV
VENRFFEMKMKYDESDNVLIRASRA
LTDKVTDLLGGLFSKTEMSEVLTEIL
RVDPTFDKDHFLHQCETDIIPNILEA
MISGELDILKDWCYEATYSQLAHPIQ
QAKALGFQFHSRILDISNVDLAMGK
MMEQGPVLIVTFQAQVVMVIKNSKG
EVYDGDPDKVQRMLYVWALCRDQE
ELNPYAAWRLLDISASSTEQIL




