UniprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion one ic|golgi plasma eXtI.‘aCelluli
ID sites reticulum |apparatus membrane [region
035892 SP100_MOUSE [Mus Nuclear 25.685855 NaN S174;S190;T209;T313;S314;T316;S |39627609 MEGSDGSPRMSTEQENTEMHLIEC ([True False 2.1 4.775  [1.629 1.226 0.786 1.431 1.468
musculus |autoantigen 318;S319 MLKHFKTQKVAISNAIRSTFPFLESL
Sp-100 RDHEFITGKMYEDLLDSCRSLVPVD

KVIYRALEELEKKFDMTVLCELFNE
VNMEKYPDLNLIRRSFGCVFPNELC
FQGIDGGNPNSQLSLEQGPGASYSQ
GSPNGSSLDLSASEGWRSNDRRNS
NLMQANQTENHQLAESPGHLDSCE
LQVQLNNRDATPESCSLLPQNEERA
VQLNYELQINPCFVQLVDVKKENSS
FSLAGNQQTRARTNQNEDSEIIELSS
GDSDNGENFSEA' VPSQPAPAYS
RKPPTLRRDRGGDTSDTESSIIIRRRK
RTGRKKRERLGSYLIRNIKIPMKPSW
KTAFLARSANPSSQRRRKRGPRIPRE
ENADFGGAELPVVCGNAQGFLDKE
KFKQGIYVRSIRGKTGRLFTPMDFEI
EGNCEKAKNWRQSIRCKGWTLRELI
QKGVLQDPPRKKKETPRNPRQTRRQ
'VNAL




