}gllpthB Entry name |organism full oglcnacscore qglcnac iphosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr'acellular
name sites reticulum )apparatus i membrane [region
035973 PER1_MOUSE Mus Period [27.759275 NaN T121;S122;S126;S661;S663;S704;S (22069332 MSGPLEGADGGGDPRPGEPFCPGG (True False 4.576 [5.0 1.955 1.443 0.513 1.691 1.957
musculus |circadian 815;5978;S979 VPSPGAPQHRPCPGPSLADDTDANS
protein NGSSGNESNGPESRGASQRSSHSSS
homolog SGNGKDSALLETTESSKSTNSQSPS
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PPSSSIAYSLLSASSEQDNPSTSGCS
SEQSARARTQKELMTALRELKLRLP
PERRGKGRSGTLATLQYALACVKQV
QANQEYYQQWSLEEGEPCAMDMST
YTLEELEHITSEYTLRNQDTFSVAVS
FLTGRIVYISEQAGVLLRCKRDVFRG
ARFSELLAPQDVGVFYGSTTPSRLPT
IWGTGTSAGSGLKDFTQEKSVFCRIR
GGPDRDPGPRYQPFRLTPYVTKIRVS
DGAPAQPCCLLIAERIHSGYEAPRIPP
DKRIFTTRHTPSCLFQDVDERAAPLL
GYLPQDLLGAPVLLFLHPEDRPLML
IATHKKILQLAGQPFDHSPIRFCARNG
EYVTMDTSWAGFVHPWSRKVAFVL
GRHKVRTAPLNEDVFTPPAPSPAPSL
DSDIQELSEQIHRLLLQPVHSSSPTG
LCGVGPLMSPGPLHSPGSSSDSNGG
DAEGPGPPAPVTFQQICKDVHLVKH
QGQQLFIESRAKPPPRPRLLATGTFK
IAKVLPCQSPNPELEVAPVPDQASLAL
APEEPERKETSGCSYQQINCLDSILR
YLESCNIPSTTKRKCASSSSYTASSA
SDDDKQRAGPVPVGAKKDPSSAMLS
GEGATPRKEPVVGGTLSPLALANKA
ESVVSVTSQCSFSSTIVHVGDKKPPE
SDIIMMEDLPGLAPGPAPSPAPSPTV
APDPTPDAYRPVGLTKAVLSLHTQKE
EQAFLNRFRDLGRLRGLDTSSVAPS
IAPGCHHGPIPPGRRHHCRSKAKRSR
HHHHQTPRPETPCYVSHPSPVPSSG
PWPPPPATTPFPAMVQPYPLPVFSPR
GGPQPLPPAPTSVSPATFPSPLVTPM
VALVLPNYLFPTPPSYPYGVSQAPVE
GPPTPASHSPSPSLPPPPLSPPHRPD
SPLFNSRCSSPLQLNLLQLEESPRTE
GGAAAGGPGSSAGPLPPSEETAEPE
ARLVEVTESSNQDALSGSSDLLELLL
QEDSRSGTGSAASGSLGSGLGSGSG
SGSHEGGSTSASITRSSQSSHTSKYF
GSIDSSEAEAGAARARTEPGDQVIKC
VLQDPIWLLMANADQRVMMTYQVP
SRDAASVLKQDRERLRAMQKQQPR
FSEDQRRELGAVHSWVRKGQLPRA
LDVTACVDCGSSVQDPGHSDDPLFS
ELDGLGLEPMEEGGGEGGGCGVGG
GGGDGGEEAQTQIGAKGSSSQDSA
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