UniprotKB Entry name |organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

035988 SDC4_MOUSE Mus Syndecan- (24.474581 NaN NaN 33300544 MAPACLLAPLLLLLLGGFPLVPGESI |False False 1.887 [2.274 [1.756 2.921 4.315 3.544 4.113
musculus |4 RETEVIDPQDLLEGRYFSGALPDDED

AGGSDDFELSGSGDLDDTEEPRPFP
EVIEPLVPLDNHIPENAQPGIRVPSE
PKELEENEVIPKRAPSDVGDDMSNK
VSMSSTAQGSNIFERTEVLAALIVGG
VVGILFAVFLILLLVYRMKKKDEGSY
DLGKKPIYKKAPTNEFYA




