}Jl;l iprotkB Entry name organism [full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi plas
sites reticulum |apparatus mer
043143 DHX15_HUMAN [Homo IATP- 22.163521 S64;T167;5S462;S465|S15 34725712;38665916;34019948;164 |MSKRHRLDLGEDYPSGKKRAGTDG (True False False [4.737 |False False False Fals
sapiens dependent 08927;33214551;31373491;365806 |[KDRDRDRDREDRSKDRDRERDRGD
RNA 60;23301498;27655845;32119511;3 |REREREKEKEKELRASTNAMLISAG
helicase 7217939;35083852;29351928;3039 |LPPLKASHSAHSTHSAHSTHSTHSA
DHX15 7120;40596516;28510447 HSTHAGHAGHTSLPQCINPFTNLPH

TPRYYDILKKRLQLPVWEYKDRFTDI
LVRHQSFVLVGETGSGKTTQIPQWC
VEYMRSLPGPKRGVACTQPRRVAAM
SVAQRVADEMDVMLGQEVGYSIRFE
DCSSAKTILKYMTDGMLLREAMND
PLLERYGVIILDEAHERTLATDILMG
VLKEVVRQRSDLKVIVMSATLDAGK
FQIYFDNCPLLTIPGRTHPVEIFYTPE
PERDYLEAAIRTVIQIHMCEEEEGDL
LLFLTGQEEIDEACKRIKREVDDLGP
EVGDIKIIPLYSTLPPQQQQRIFEPPP
PKKQNGAIGRKVVVSTNIAETSLTID
GVVFVIDPGFAKQKVYNPRIRVESLL
VTAISKASAQQRAGRAGRTRPGKCF
RLYTEKAYKTEMQDNTYPEILRSNL
GSVVLQLKKLGIDDLVHFDFMDPPA
PETLMRALELLNYLAALNDDGDLTE
LGSMMAEFPLDPQLAKMVIASCDYN
CSNEVLSITAMLSVPQCFVRPTEAKK
IAADEAKMRFAHIDGDHLTLLNVYHA
FKQNHESVQWCYDNFINYRSLMSA
DNVRQQLSRIMDRFNLPRRSTDFTS
RDYYINIRKALVTGYFMQVAHLERTG
HYLTVKDNQVVQLHPSTVLDHKPE
WVLYNEFVLTTKNYIRTCTDIKPEWL
VKIAPQYYDMSNFPQCEAKRQLDRII
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