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UniprotkB Entry name organism full oglcnacscore oglcnac phosphorylation |y g sequence intracellular |extracellular [cytosol nucleus|mitochndrion endoplasmic golgi plasma lextracellular
1D name sites sites reticulum apparatus membrane region
043283 M3K13 HUMAN Homo Mitogen- |29.413267 T665 NaN 28657654;38253038 MANFQEHLSCSSSPHLPFSESKTFN |False False 3.532 [3.279 2.074 1.648 1.021 2.177 1.883
sapiens activated GLQDELTAMGNHPSPKLLEDQQEK

protein GMVRTELIESVHSPV VLTSVSED

kinase SRDQFENSVLQLREHDESETAVSQG

kinase NSNTVDGESTSGTEDIKIQFSRSGSG

kinase SGGFLEGLFGCLRPVWNIIGKAYSTD

13 YKLQQQDTWEVPFEEISELQWLGSG

IAQGAVFLGKFRAEEVAIKKVREQNE
TDIKHLRKLKHPNIIAFKGVCTQAPC
YCIIMEYCAHGQLYEVLRAGRKITPR
LLVDWSTGIASGMNYLHLHKIIHRD
LKSPNVLVTHTDAVKISDFGTSKELS
DKSTKMSFAGTVAWMAPEVIRNEPV
SEKVDIWSFGVVLWELLTGEIPYKDV
DSSAITWGVGSNSLHLPVPSTCPDGF
KILMKQTWQSKPRNRPSFRQTLMH
LDIASADVLATPQETYFKSQAEWREE
IVKKHFEKIKSEGTCIHRLDEELIRRR
REELRHALDIREHYERKLERANNLY
MELSAIMLQLEMREKELIKREQAVE
KKYPGTYKRHPVRPITHPNAMEKLM
KRKGVPHKSGMQTKRPDLLRSEGIP
TTEVAPTASPLSGSPKMSTSSSKSRY
RSKPRHRRGNSRGSHSDFAAILKNQ
PAQENSPHPTYLHQAQSQYPSLHHH
NSLQQQYQQPPPAMSQSHHPRLNM
HGQDIATCANNLRYFGPAAALRSPL
SNHAQRQLPGSSPDLISTAMAADCW
RSSEPDKGQAGPWGCCQADAYDPC
LQCRPEQYGSLDIPSAEPVGRSPDLS
KSPAHNPLLENAQSSEKTEENEFSG
CRSESSLGTSHLGTPPALPRKTRPLQ
KSGDDSSEEEEGEVDSEVEFPRRQR
PHRCISSCQSYSTFSSENFSVSDGEE
GNTSDHSNSPDELADKLEDRLAEKL
DDLLSQTPEIPIDISSHSDGLSDKEC
IAVRRVKTQMSLGKLCVEERGYENP
MQFEESDCDSSDGECSDATVRTNK
HYSSATW




