}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi
name sites reticulum |apparatu
043290 SNUT1_HUMAN Homo U4/U6.U5 |10.538417 T258 T189;S321;S348;T392;T430;S448;S |34229054;37217939;40596516;386 [MGSSKKHRGEKEAAGTTAAAGTGG (True True 5.0 5.0 1.419 1.139 4.477
sapiens  [tri- 474;S486;S521;5S591;S596;5598;S6 (65916;40914422;32522876;340199 [ATEQPPRHREHKKHKHRSGGSGGS
SnRNP- 21;T695;S761;T764;S789 48;28510447;38253038 GGERRKRSRERGGERGSGRRGAEA
associated EARSSTHGRERSQAEPSERRVKREK
protein 1 RDDGYEAAASSKTSSGDASSLSIEET

NKLRAKLGLKPLEVNAIKKEAGTKE
EPVTADVINPMALRQREELREKLAA
IAKEKRLLNQKLGKIKTLGEDDPWLD
DTAAWIERSRQLQKEKDLAEKRAKL
LEEMDQEFGVSTLVEEEFGQRRQDL
'YSARDLQGLTVEHAIDSFREGETMIL
TLKDKGVLQEEEDVLVNVNLVDKER
IAEKNVELRKKKPDYLPYAEDESVDD
LAQQKPRSILSKYDEELEGERPHSFR
LEQGGTADGLRERELEEIRAKLRLQ
IAQSLSTVGPRLASEYLTPEEMVTFKK
TKRRVKKIRKKEKEVVVRADDLLPLG
DQTQDGDFGSRLRGRGRRRVSEVE
EEKEPVPQPLPSDDTRVENMDISDE
EEGGAPPPGSPQVLEEDEAELELQK
QLEKGRRLRQLQQLQQLRDSGEKVV
EIVKKLESRQRGWEEDEDPERKGAI
VFNATSEFCRTLGEIPTYGLAGNREE
QEELMDFERDEERSANGGSESDGE
ENIGWSTVNLDEEKQQQDFSASSTT
ILDEEPIVNRGLAAALLLCQNKGLLE
TTVQKVARVKAPNKSLPSAVYCIEDK
MAIDDKYSRREEYRGFTQDFKEKDG
YKPDVKIEYVDETGRKLTPKEAFRQL
SHRFHGKGSGKMKTERRMKKLDEE
IALLKKMSSSDTPLGTVALLQEKQKA
QKTPYIVLSGSGKSMNANTITK




