}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr_acellula
name sites sites reticulum |apparatus membrane [region
043291 SPIT2_HUMAN |Homo Kunitz- |29.260876 NaN NaN 41018975;34019948;37217939 MAQLCGLRRSRAFLALLGSLLLSGV |False True 1.228 |1.821  [1.242 1.371 4.215 3.754 4.751
sapiens type LAADRERSIHDFCLVSKVVGRCRAS
protease MPRWWYNVTDGSCQLFVYGGCDG
inhibitor NSNNYLTKEECLKKCATVTENATGD
2 LATSRNAADSSVPSAPRRQDSEDHS

SDMFNYEEYCTANAVTGPCRASFPR
WYFDVERNSCNNFIYGGCRGNKNS
YRSEEACMLRCFRQQENPPLPLGSK
VVWLAGLFVMVLILFLGASMVYLIRV
IARRNQERALRTVWSSGDDKEQLVK
NTYVL




