IATLELDRLMASLSDFRVQNHLPASG
PTQPPVVSSTNEGSPSPPEPTGKGSL
DTMLGLLQSDLSRRGVPTQAKGLCG
SCNKPIAGQVVTALGRAWHPEHFVC
GGCSTALGGSSFFEKDGAPFCPECY
FERFSPRCGFCNQPIRHKMVTALGT
HWHPEHFCCVSCGEPFGDEGFHER
EGRPYCRRDFLQLFAPRCQGCQGPI
LDNYISALSALWHPDCFVCRECFAP
FSGGSFFEHEGRPLCENHFHARRG
SLCATCGLPVTGRCVSALGRRFHPD
HFTCTFCLRPLTKGSFQERAGKPYC

QPCFLKLFG

}Jl;l iprotKB Entry name organism full name oglcnacscore o-glcnac phosphorylation sites PMIDS 'sequence intracellular extracellular cytosol nucleus mitochndrion \eIlC-ll)plaSmIC golgi
sites reticulum |appara
043294 'TGFI1_HUMAN |Homo Transforming (16.77376 S80;S81 [T33;T38;T60;S68;S137;S140;S141;S [34019948;31492838;35254053;386 [MEDLDALLSDLETTTSHMPRSGAPK [None None None [None |None None None
sapiens |growth 143;S164;S186;T188;S192;S194;S4 (65916 ERPAEPLTPPPSYGHQPQTGSGESS
factor beta-1- 03;T407 GASGDKDHLYSTVCKPRSPKPAAPA
induced IAPPFSSSSGVLGTGLCELDRLLQELN
transcript 1 IATQFNITDEIMSQFPSSKVASGEQKE
protein DQSEDKKRPSLPSSPSPGLPKASATS




