
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

O43306 ADCY6_HUMAN Homo
sapiens

Adenylate
cyclase
type	6

28.275761 NaN S54;S556;S576;S662;T919 39894887 MSWFSGLLVPKVDERKTAWGERNG
QKRSRRRGTRAGGFCTPRYMSCLRD
AEPPSPTPAGPPRCPWQDDAFIRRG
GPGKGKELGLRAVALGFEDTEVTTT
AGGTAEVAPDAVPRSGRSCWRRLVQ
VFQSKQFRSAKLERLYQRYFFQMNQ
SSLTLLMAVLVLLTAVLLAFHAAPAR
PQPAYVALLACAAALFVGLMVVCNR
HSFRQDSMWVVSYVVLGILAAVQVG
GALAADPRSPSAGLWCPVFFVYIAYT
LLPIRMRAAVLSGLGLSTLHLILAWQ
LNRGDAFLWKQLGANVLLFLCTNVI
GICTHYPAEVSQRQAFQETRGYIQAR
LHLQHENRQQERLLLSVLPQHVAM
EMKEDINTKKEDMMFHKIYIQKHD
NVSILFADIEGFTSLASQCTAQELVM
TLNELFARFDKLAAENHCLRIKILGD
CYYCVSGLPEARADHAHCCVEMGV
DMIEAISLVREVTGVNVNMRVGIHS
GRVHCGVLGLRKWQFDVWSNDVTL
ANHMEAGGRAGRIHITRATLQYLNG
DYEVEPGRGGERNAYLKEQHIETFLI
LGASQKRKEEKAMLAKLQRTRANS
MEGLMPRWVPDRAFSRTKDSKAFR
QMGIDDSSKDNRGTQDALNPEDEV
DEFLSRAIDARSIDQLRKDHVRRFLL
TFQREDLEKKYSRKVDPRFGAYVAC
ALLVFCFICFIQLLIFPHSTLMLGIYA
SIFLLLLITVLICAVYSCGSLFPKALQ
RLSRSIVRSRAHSTAVGIFSVLLVFTS
AIANMFTCNHTPIRSCAARMLNLTP
ADITACHLQQLNYSLGLDAPLCEGT
MPTCSFPEYFIGNMLLSLLASSVFLH
ISSIGKLAMIFVLGLIYLVLLLLGPPAT
IFDNYDLLLGVHGLASSNETFDGLD
CPAAGRVALKYMTPVILLVFALALYL
HAQQVESTARLDFLWKLQATGEKEE
MEELQAYNRRLLHNILPKDVAAHFL
ARERRNDELYYQSCECVAVMFASIA
NFSEFYVELEANNEGVECLRLLNEII
ADFDEIISEERFRQLEKIKTIGSTYMA
ASGLNASTYDQVGRSHITALADYAM
RLMEQMKHINEHSFNNFQMKIGLN
MGPVVAGVIGARKPQYDIWGNTVNV
SSRMDSTGVPDRIQVTTDLYQVLAA
KGYQLECRGVVKVKGKGEMTTYFLN
GGPSS

False True 1.939 2.009 1.714 2.071 2.691 4.755 1.869


