endoplasmic gol¢

}Jl;l iprotKB Entry name |organism nfualllne oglcnacscore oglcnac sites  |[phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum |app
043318 M3K7_HUMAN [Homo Mitogen- |24.261835 S383;5439;T448(T184;T187;S192;S367;5389;5439;S (28657654;31492838;23301498;360 |MSTASAASSSSSSSAGEMIEAPSQVL |[None None None |None |None None Non
sapiens |activated 455 32089;34019948;30620550;352540 |NFEEIDYKEIEVEEVVGRGAFGVVCK
protein 53;30059200;38665916 AKWRAKDVAIKQIESESERKAFIVEL
kinase RQLSRVNHPNIVKLYGACLNPVCLV
kinase MEYAEGGSLYNVLHGAEPLPYYTAA

kinase 7 HAMSWCLQCSQGVAYLHSMQPKAL
IHRDLKPPNLLLVAGGTVLKICDFGT
IACDIQTHMTNNKGSAAWMAPEVFE
GSNYSEKCDVFSWGIILWEVITRRKP
FDEIGGPAFRIMWAVHNGTRPPLIK

NLPKPIESLMTRCWSKDPSQRPSME
EIVKIMTHLMRYFPGADEPLQYPCQ

YSDEGQSNSATSTGSFMDIASTNTS

NKSDTNMEQVPATNDTIKRLESKLL
KNQAKQQSESGRLSLGASRGSSVES
LPPTSEGKRMSADMSEIEARIAATTA
YSKPKRGHRKTASFGNILDVPEIVIS

GNGQPRRRSIQDLTVTGTEPGQVSS

RSSSPSVRMITTSGPTSEKPTRSHPW
TPDDSTDTNGSDNSIPMAYLTLDHQ
LQPLAPCPNSKESMAVFEQHCKMA

QEYMKVQTEIALLLQRKQELVAELD

QDEKDQQNTSRLVQEHKKLLDENK
SLSTYYQQCKKQLEVIRSQQQKRQG

TS




