UniprotKB Entry name organism (full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion . ic golgi plasma'
ID sites reticulum apparatus membr:
043353 RIPK2_HUMAN [Homo Receptor- 20.849336 NaN S168;S176;S363;T381;S393;T474;S |23301498;28510447 MNGEAICSALPTIPYHKLADLRYLSR ([True True 4.878 [3.403 [2.129 3.76 1.417 5.0
sapiens [interacting 527;S529;S531;S539 GASGTVSSARHADWRVQVAVKHLHI
serine/threonine- HTPLLDSERKDVLREAEILHKARFSY

protein kinase 2

ILPILGICNEPEFLGIVTEYMPNGSLN
ELLHRKTEYPDVAWPLRFRILHEIAL
GVNYLHNMTPPLLHHDLKTQNILLD
NEFHVKIADFGLSKWRMMSLSQSR
SSKSAPEGGTIIYMPPENYEPGQKSR
ASIKHDIYSYAVITWEVLSRKQPFED
IVINPLQIMYSVSQGHRPVINEESLPY
DIPHRARMISLIESGWAQNPDERPS
FLKCLIELEPVLRTFEEITFLEAVIQL
KKTKLQSVSSAIHLCDKKKMELSLNI
PVNHGPQEESCGSSQLHENSGSPET
SRSLPAPQDNDFLSRKAQDCYFMKL
HHCPGNHSWDSTISGSQRAAFCDH
KTTPCSSAIINPLSTAGNSERLQPGIA
QQWIQSKREDIVNQMTEACLNQSL
DALLSRDLIMKEDYELVSTKPTRTSK
IVRQLLDTTDIQGEEFAKVIVQKLKDN
KQMGLQPYPEILVVSRSPSLNLLQN
KSM




