}Jl;l iprotKB Entry name organism [full name |oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em.ioplasmlc golgi pla
sites reticulum |apparatus me
043516 WIPF1_HUMAN |[Homo 'WAS/WASL-(36.98495 S325;5S386(S142;S234;5S340;T345;S350 [29485866;31492838;40307207;293 [MPVPPPPAPPPPPTFALANTEKPTLN (True False 4.489 [2.25 False False False Fal
sapiens [interacting 51928;35254053 KTEQAGRNALLSDISKGKKLKKTVT
protein NDRSAPILDKPKGAGAGGGGGGFGG
family GGGFGGGGGGGGGGSFGGGGPPGL
member 1 GGLFQAGMPKLRSTANRDNDSGGS

RPPLLPPGGRSTSAKPFSPPSGPGRF
PVPSPGHRSGPPEPQRNRMPPPRPD
\VGSKPDSIPPPVPSTPRPIQSSPHNR
GSPPVPGGPRQPSPGPTPPPFPGNR
GTALGGGSIRQSPLSSSSPFSNRPPL
PPTPSRALDDKPPPPPPPVGNRPSIH
REAVPPPPPQNNKPPVPSTPRPSASS
QAPPPPPPPSRPGPPPLPPSSSGNDE
TPRLPQRNLSLSSSTPPLPSPGRSGP
LPPPPSERPPPPVRDPPGRSGPLPPP
PPVSRNGSTSRALPATPQLPSRSGVD
SPRSGPRPPLPPDRPSAGAPPPPPPS
TSIRNGFQDSPCEDEWESRFYFHPIS
DLPPPEPYVQTTKSYPSKLARNESRS

GSNRRERGAPPLPPIPR




