}Jl;l iprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl.‘acellular
name sites sites reticulum apparatus membrane [region
043559 FRS3_HUMAN [Homo Fibroblast [26.75988 NaN NaN 29485866 MGSCCSCLNRDSVPDNHPTKFKVT |None None None [None None None None None None
sapiens |growth NVDDEGVELGSGVMELTQSELVLH
factor LHRREAVRWPYLCLRRYGYDSNLFS
receptor FESGRRCQTGQGIFAFKCSRAEEIFN
substrate LLQDLMQCNSINVMEEPVIITRNSH

PAELDLPRAPQPPNALGYTVSSFSN
GCPGEGPRFSAPRRLSTSSLRHPSL
GEESTHALIAPDEQSHTYVNTPASE
DDHRRGRHCLQPLPEGQAPFLPQAR
GPDQRDPQVFLQPGQVKFVLGPTPA
RRHMVKCQGLCPSLHDPPHHNNN
NEAPSECPAQPKCTYENVTGGLWRG
IAGWRLSPEEPGWNGLAHRRAALLH
YENLPPLPPVWESQAQQLGGEAGDD
GDSRDGLTPSSNGFPDGEEDETPLQ
KPTSTRAAIRSHGSFPVPLTRRRGSP
RVFNFDFRRPGPEPPRQLNYIQVEL
KGWGGDRPKGPQNPSSPQAPMPTT
HPARSSDSYAVIDLKKTVAMSNLQR
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