UniprotKB Entry name |organism full oglcnacscore oglcnac P h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus mitochndrion enc.loplasmlc golgi plasma extt.'acellular
ID name sites sites reticulum apparatus membrane [region
043597 SPY2_HUMAN [Homo Protein [23.686208 S101 NaN 35254053  MEARAQSGNGSQPLLQTPRDGGRQ (True False 4.363 [3.886 1.584 1.625 0.807 4.376 1.977
sapiens sprouty RGEPDPRDALTQQVHVLSLDQIRAIR
homolog NTNEYTEGPTVVPRPGLKPAPRPST

QHKHERLHGLPEHRQPPRLQHSQV
HSSARAPLSRSISTVSSGSRSSTRTS
TSSSSSEQRLLGSSFSSGPVADGIIRV
QPKSELKPGELKPLSKEDLGLHAYR
CEDCGKCKCKECTYPRPLPSDWICD
KQCLCSAQNVIDYGTCVCCVKGLFY
HCSNDDEDNCADNPCSCSQSHCCT
RWSAMGVMSLFLPCLWCYLPAKGC
LKLCQGCYDRVNRPGCRCKNSNTV
CCKVPTVPPRNFEKPT




