UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
043665 RGS10 HUMAN |Homo Regulator(19.129548 NaN S24;541;S176 34019948 MFNRAVSRLSRKRPPSDIHDSDGSS |None None None [None None None None None None
sapiens  |of G- SSSHQSLKSTAKWAASLENLLEDPE
protein GVKRFREFLKKEFSEENVLFWLACE
signaling DFKKMQDKTQMQEKAKEIYMTFLS
10 SKASSQVNVEGQSRLNEKILEEPHP

LMFQKLQDQIFNLMKYDSYSRFLKS
DLFLKHKRTEEEEEDLPDAQTAAKR
ASRIYNT




