UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus jmitochndrion em!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
043909 EXTL3_HUMAN [Homo Exostosin-(19.553086 T594;T596 |S362 35289036;38665916 MTGYTMLRNGGAGNGGQTCMLRW |False True 1.603 [3.653 |1.635 4.36 5.0 4.462 1.622

sapiens like 3 SNRIRLTWLSFTLFVILVFFPLIAHYY

LTTLDEADEAGKRIFGPRVGNELCE
VKHVLDLCRIRESVSEELLQLEAKRQ
ELNSEIAKLNLKIEACKKSIENAKQD
LLQLKNVISQTEHSYKELMAQNQPK
LSLPIRLLPEKDDAGLPPPKATRGCR
LHNCFDYSRCPLTSGFPVYVYDSDQ
FVFGSYLDPLVKQAFQATARANVYV
TENADIACLYVILVGEMQEPVVLRPA
ELEKQLYSLPHWRTDGHNHVIINLS
RKSDTQNLLYNVSTGRAMVAQSTFY
TVQYRPGFDLVVSPLVHAMSEPNFM
EIPPQVPVKRKYLFTFQGEKIESLRSS
LQEARSFEEEMEGDPPADYDDRIIAT
LKAVQDSKLDQVLVEFTCKNQPKPS
LPTEWALCGEREDRLELLKLSTFALI
ITPGDPRLVISSGCATRLFEALEVGA
VPVVLGEQVQLPYQDMLQWNEAAL
VVPKPRVTEVHFLLRSLSDSDLLAM
RRQGRFLWETYFSTADSIFNTVLAMI
RTRIQIPAAPIREEAAAEIPHRSGKAA
GTDPNMADNGDLDLGPVETEPPYAS
PRYLRNFTLTVIDFYRSWNCAPGPF
HLFPHTPFDPVLPSEAKFLGSGTGF
RPIGGGAGGSGKEFQAALGGNVPRE
QFTVVMLTYEREEVLMNSLERLNGL
PYLNKVVVVWNSPKLPSEDLLWPDI
GVPIMVVRTEKNSLNNRFLPWNEIE
TEAILSIDDDAHLRHDEIMFGFRVW
REARDRIVGFPGRYHAWDIPHQSWL
[YNSNYSCELSMVLTGAAFFHKYYAY
LYSYVMPQAIRDMVDEYINCEDIAM
NFLVSHITRKPPIKVTSRWTFRCPGC
PQALSHDDSHFHERHKCINFFVKVY
GYMPLLYTQFRVDSVLFKTRLPHDK

TKCFKFI




