}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_'
sites sites reticulum |apparatus membrane [regic
043913 ORC5_HUMAN [Homo Origin 28.530347 T286 NaN 40596516;35254053;40914422;285 MPHLENVVLCRESQVSILQSLFGER |[True False 4.423 |5.0 1.125 False False 0.785 0.53:
sapiens recognition 10447 HHFSFPSIFIYGHTASGKTYVTQTLL
complex KTLELPHVFVNCVECFTLRLLLEQIL
subunit 5 NKLNHLSSSEDGCSTEITCETFNDF

VRLFKQVTTAENLKDQTVYIVLDKAE
YLRDMEANLLPGFLRLQELADRNVT
VLFLSEIVWEKFRPNTGCFEPFVLYF
PDYSIGNLQKILSHDHPPEYSADFYA
IAYINILLGVFYTVCRDLKELRHLAVL
NFPKYCEPVVKGEASERDTRKLWRN
IEPHLKKAMQTVYLREISSSQWEKL
QKDDTDPGQLKGLSAHTHVELPYYS
KFILIAAYLASYNPARTDKRFFLKHH
GKIKKTNFLKKHEKTSNHLLGPKPF
PLDRLLAILYSIVDSRVAPTANIFSQIT
SLVTLQLLTLVGHDDQLDGPKYKCT
IVSLDFIRAIARTVNFDIIKYLYDFL




