UniprotKB Entry name organism full loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi pla
ID name sites reticulum |apparatus mei
054724 CAVN1_MOUSE Mus Caveolae- [29.151474 NaN S21;538;T40;S42;548;S120;T158;S1 |36288343;39927985;37507081 MEDVTLHIVERPYSGFPDASSEGPE [True True 3.6 5.0 4.0 5.0 False 5.0
musculus |associated 69;S171;S173;S177;T198;S204;S20 PTQGEARATEEPSGTGSDELIKSDQV
protein 1 5;S302;T304;T310;S367;5S368;S381; NGVLVLSLLDKIIGAVDQIQLTQAQL

S389;S391

EERQAEMEGAVQSIQGELSKLGKAH
ATTSNTVSKLLEKVRKVSVNVKTVR
GSLERQAGQIKKLEVNEAELLRRRN
FKVMIYQDEVKLPAKLSVSKSLKESE
ALPEKEGDELGEGERPEDDTAAIELS
SDEAVEVEEVIEESRAERIKRSGLRR
'VDDFKKAFSKEKMEKTKVRTRENLE
KTRLKTKENLEKTRHTLEKRMNKLG
TRLVPVERREKLKTSRDKLRKSFTPD
HVVYARSKTAVYKVPPFTFHVKKIRE
GEVEVLKATEMVEVGPEDDEVGAER
GEATDLLRGSSPDVHTLLEITEESDA

VLVDKSDSD




