}J];l iprotkB Entry name organism full oglcnacscore qglcnac iphosphorylation sites PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
name sites reticulum |apparatus membrane [region
054774 IAP3D1_MOUSE [Mus AP-3 24.474581 NaN S632;S634;5636;5688;5754;S755;T (33300544 MALKMVKGSIDRMFDKNLQDLVRG |False True 2.398 [2.66 1.606 1.202 5.0 1.656 1.154
musculus |complex 758;S760;S784;S825 IRNHKEDEAKYISQCIDEIKQELKQD
subunit NIAVKANAVCKLTYLQMLGYDISWA
delta-1 AFNIIEVMSASKFTFKRVGYLAASQC

FHEGTDVIMLTTNQIRKDLSSPSQY
DTGVALTGLSCFVTPDLARDLANDI
MTLMSHTKPYIRKKAVLIMYKVFLKY
PESLRPAFPRLKEKLEDPDPGVQSAA
VNVICELARRNPKNYLSLAPLFFKL
MTSSTNNWVLIKIIKLFGALTPLEPR
LGKKLIEPLTNLIHSTSAMSLLYECV
NTVIAVLISLSSGMPNHSASIQLCVQ
KLRILIEDSDQNLKYLGLLAMSKILK
THPKSVQSHKDLILQCLDDKDESIRL
RALDLLYGMVSKKNLMEIVKKLMT
HVDKAEGTTYRDELLTKIIDICSQSN
YQHITNFEWYISILVELTRLEGTRHG
HLIAAQMLDVAIRVKAIRKFAVSQMS
SLLDSAHLVASSTQRNGICEVLYAAA
WICGEFSEHLQGPQQTLEAMLRPKV
TTLPGHIQAVYVQNVVKLYASILQQK
EQAADTEAAQEVTQLLVERLPQFVQ
SADLEVQERASCILQLVKHVQKLQA
KGVPVAEEVSALFAGELNPVAPKAQ
KKVPVPEGLDLDAWINEPPSDSESE
DEKPKAIFHEEEPRHTRRRQPEEDE
EELARRREARKQEQANNPFYIKSSP
SPQKRYQDAPGVEHIPVVQIDLSVPL
KVPGMPMSDQYVKLEEQRRHRQRL
EKDKKRKKKEKGKRRHSSLPTESDE
DIAPAQRVDIITEEMPENALPSDEDD
KDPNDPYRALDIDLDKPLADSEKLPV
QKHRNAEAVKSPEKEGVLGVEKKSK
KPKKKEKKTKEREREKKDKKGEDLD
FWLSTTPPPAAAPIPAPSTEELAASTI
TSPKDECEVLKGEEEDHVDHDQER
KSSRHKKKKHRKEKEKEERPRDKKK
IAKKKQVAPLENGAAAEEEEEPIPPM
SSYCLLAESPYIKVTYDIQASLQKDSQ
'VTVSIILENQSSSFLKNMELNVLDSL
NTKMTRPEGSSVHDGVPVPFQLPPG
VSNEAQFVFTIQSIVMAQKLKGTLSF
IAKDDEGATHEKLDFRLHFSCSSYLI
TTPCYSDAFAKLLESGDLSMNSIKVD
GISMSFQNLLAKICFYHHFSVVERV
DSCASMYSRSIQGHHVCLLVKKGES
SVSVDGKCSDATLLSSLLEEMKTTL
lAQC




