UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi extt:acellula
ID name sites sites reticulum |apparatus membrane region
054833 CSK22_MOUSE [Mus Casein (39.04743 NaN T13;S18;521;5288(22517741;33300544;22645316 MPGPAAGSRARVYAEVNSLRSREYW |None None None [None |None None None None None

musculus

kinase

subunit
alpha'

DYEAHVPSWGNQDDYQLVRKLGRG
KYSEVFEAINITNNERVVVKILKPVK
KKKIKREVKILENLRGGTNIIKLIDTV
KDPVSKTPALVFEYINNTDFKQLYQI
LTDFDIRFYMYELLKALDYCHSKGIM
HRDVKPHNVMIDHQQKKLRLIDWG
LAEFYHPAQEYNVRVASRYFKGPEL
LVDYQMYDYSLDMWSLGCMLASMI
FRKEPFFHGQDNYDQLVRIAKVLGT
DELYGYLKKYHIDLDPHFNDILGQH
SRKRWENFIHSENRHLVSPEALDLL
DKLLRYDHQQRLTAKEAMEHPYFYP
IVVKEQSQPCAENTVLSSGLTAAR




