}jl;l iprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion em}oplasmlc golgi [plasma extr.acellular
name sites sites reticulum |apparatus membrane region
054965 RNF13_MOUSE Mus E3 34.664654 NaN NaN 26192747 MLLSIGMLMLSATQVYTILTVQLFAF |False False 2.542 [3.508 |0.91 4.21 1.022 2.704 1.755
musculus [ubiquitin- LNLLPVEADILAYNFENASQTFEDLP
protein IARFGYRLPAEGLKGFLINSKPENACE
ligase PIVPPPLKDNSSGTFIVLIRRLDCNFD
RNF13 IKVLNAQRAGYKAAIVHNVDSDDLIS

MGSNDIDTLKKIDIPSVFIGESSANS
LKDEFTYEKGGHIILVPELSLPLEYYL
IPFLIIVGICLILIVIFMITKFVQDRHR
NRRNRLRKDQLKKLPVHKFKKGDE
YDVCAICLEEYEDGDKLRILPCSHAY
HCKCVDPWLTKTKKTCPVCKQKVVP
SQGDSDSDTDSSQEENQVSEHTPLL
PPSASARTQSFGSLSESHSHHNMTE
SSDYEDDDNEETDSSDADNEITDHS
IVVVQLQPNGEQDYNIANTV




