UniprotKB

Entry name organism [full name oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane |region
055026 ENTP2_MOUSE Mus Ectonucleoside 24.474581 NaN NaN 33300544 MAGKLVSLVPPLLLAAVGLAGLLLLC [False True 2.147 [2.166 [|2.171 2.617 1.946 5.0 2.813

musculus [triphosphate

diphosphohydrolase
2

VPTQDVREPPALKYGIVLDAGSSHTS
MFVYKWPADKENDTGIVGQHSSCD
IVRGGGISSYANDPSRAGQSLVECLE
QALRDVPKDRYASTPLYLGATAGMR
LLNLTSPEATAKVLEAVTQTLTRYPF
DFRGARILSGQDEGVFGWVTANYLL
ENFIKYGWVGRWIRPRKGTLGAMDL
GGASTQITFETTSPSEDPDNEVHLRL
YGQHYRVYTHSFLCYGRDQVLQRLL
IASALQIHRFHPCWPKGYSTQVLLRE
IVYQSPCTMGQRPQTFNSSATVSLSG
TSNAALCRDLVSGLFNISSCPFSQCS
FNGVFQPPVAGNFIAFSAFYYTVDFL
KTVMGLPVGTLKQLEDATETTCNQT
WAELQARVPGQQTRLPDYCAVAMFI
HQLLSRGYRFDERSFRGVVFEKKAA
DTAVGWALGYMLNLTNLIPADLPGL
RKGTHFSSWVALLLLFTVLILAALVL
LLRQVRSAKSPGAL




