}Jl;l iprotKB Entry organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr.‘a
name sites reticulum |apparatus membrane regio
055135 IF6_MOUSE Mus Eukaryotic 26.066638 NaN T113;T165;S166;S174;5175;S235;S [28135057;28528544 MAVRASFENNCEVGCFAKLTNAYC (True False 3.995 [5.0 1.643 1.448 0.662 1.229 2.522
musculus |translation 239;5243 LVAIGGSENFYSVFEGELSDAIPVVH
initiation IASIAGCRIIGRMCVGNRHGLLVPNN
factor 6

TTDQELQHIRNSLPDSVQIRRVEERL
SALGNVTTCNDYVALVHPDLDRETE
EILADVLKVEVFRQTVADQVLVGSYC
VFSNQGGLVHPKTSIEDQDELSSLL
QVPLVAGTVNRGSEVIAAGMVVND
WCAFCGLDTTSTELSVVESVFKLNE
AKPSTIATSMRDSLIDSLT




