}Jl;l iprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extn:acellu]
name sites sites reticulum |apparatus membrane region
055142 RL35A_MOUSE [Mus Large 36.713882 NaN NaN 37453647;22645316;39627609 MSGRLWCKAIFAGYKRGLRNQREH ([True False 5.0 1.47 4.294 1.01 False 0.981 0.975
musculus |ribosomal TALLKIEGVYARDETEFYLGKRCAYV
subunit YKAKNNTVTPGGKPNKTRVIWGKVT
protein RAHGNSGMVRAKFRSNLPAKAIGH
eL33 RIRVMLYPSRI




