UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
055234 PSB5_MOUSE [Mus Proteasome |23.627151 NaN NaN 37453647  MALASVLQRPMPVNQHGFFGLGGG |True False 4.032 |4.551 1.995 2.033 0.77 1.625 1.476
musculus |subunit ADLLDLGPGSPGDGLSLAAPSWGVP
beta type-5 EEPRIEMLHGTTTLAFKFLHGVIVAA

DSRATAGAYIASQTVKKVIEINPYLLG
TMAGGAADCSFWERLLARQCRIYEL
RNKERISVAAASKLLANMVYQYKGM
GLSMGTMICGWDKRGPGLYYVDSE
GNRISGTAFSVGSGSVYAYGVMDRG
YSYDLKVEEAYDLARRAIYQATYRDA
'YSGGAVNLYHVREDGWIRVSSDNVA
DLHDKYSSVSVP




