UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
057330 057330_DANRE [Danio Proteasome 26.412228 NaN NaN 40044042 MALLDVSGYKYNSASQFGFKQTLLD |[NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio subunit RSNHYSFGTKCQEFAVPVGVDPSKF
beta LKSCSCEDGVCIDLNHGTTTLAFKF

RHGVIVAVDSRASAGKYIASKEANKV
IEINPYLLGTMSGSAADCQYWERLL
AKECRLYKLRNKQRISVSAASKLLSN
MMLGYRGMGLSMGSMICGWDKQG
PGLYYVDDNGTRLSGRMFSTGCGN
SYAYGVVDSGYREDMTVEEAYELGR
RGIAHATHRDAYSGGVVNLYHMQE
DGWIKVCKEDVSELIHRYKKGMF




