WESSAGGSFTVKVDHGEPIGRGTKV
ILHLKEDQTEYIEEKRVKEVVKKHSQ
FIGYPITLYVEKERDKEISDDEAEEEK
IAEKEEKEEEGEDKPKIEDVGSDDEE
DTKDKDKKKKKKIKEKYIDQEELNK
TKPIWTRNPDDISNEEYGEFYKSLTN
DWEDHLAVKHFSVEGQLEFRALLFI
PRRAPFDLFENKKKKNNIKLYVRRV
FIMDNCEELIPEYLNFIRGVVDSEDL
PLNISREMLQQSKILKVIRKNIVKKC
LELFAELAEDKDNYKKFYDAFSKNL
KLGIHEDSQNRKKLSELLRYQSSQS
GDEMTSLTEYVSRMKENQKSIYYIT
GESKDQVAHSAFVERVCKRGFEVLY
MTEPIDEYCVQQLKDFDGKSLVSVT
KEGLELPEDEDEKKKMEEDKAKFE
NLCKLMKEILDKKVEKVTVSNRLVS
SPCCIVTSTYGWTANMERIMKAQAL
RDNSTMGYMMAKKHLEINPDHPIM
ETLRQKAEADKNDKAVKDLVILLFET
IALLSSGFSLDDPQTHSNRIYRMIKLG
LGIDEDEDVPVEEPSSAAAPEDIPPL

EGDDDASRMEEVD

< FIPCAE TT < -
UniprotKB Entry name |organism full oglcnacscore oglcnac oS0 vlation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
057521 HS90B_DANRE [Danio Heat [26.412228 NaN S225;S254 40044042 MPEEMRQEEEAETFAFQAEIAQLMS |[NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio shock LIINTFYSNKEIFLRELVSNASDALDK
protein IRYESLTDPTKLDSGKDLKIDIIPNVQ
HSP ERTLTLIDTGIGMTKADLINNLGTIA
90- KSGTKAFMEALQAGADISMIGQFGV
beta GFYSAYLVAEKVTVITKHNDDEQYA




