: : < - 7
UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
060235 TM11D HUMAN |Homo Transmembrane [26.250033 T283 NaN 30620550 MYRPARVTSTSRFLNPYVVCFIVVAG |False True 1.464 |2.098 1.539 1.646 2.303 5.0 5.0

sapiens

protease serine
11D

'VVILAVTIALLVYFLAFDQKSYFYRSS
FQLLNVEYNSQLNSPATQEYRTLSG
RIESLITKTFKESNLRNQFIRAHVAK
LRQDGSGVRADVVMKFQFTRNNNG
IASMKSRIESVLRQMLNNSGNLEINP
STEITSLTDQAAANWLINECGAGPDL
ITLSEQRILGGTEAEEGSWPWQVSL
RLNNAHHCGGSLINNMWILTAAHC
FRSNSNPRDWIATSGISTTFPKLRM
RVRNILIHNNYKSATHENDIALVRLE
NSVTFTKDIHSVCLPAATQNIPPGST
AYVTGWGAQEYAGHTVPELRQGQV
RIISNDVCNAPHSYNGAILSGMLCA
GVPQGGVDACQGDSGGPLVQEDSR
RLWFIVGIVSWGDQCGLPDKPGVYT
RVTAYLDWIRQQTGI




