
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

O60303 KATIP_HUMAN Homo
sapiens

Katanin-
interacting
protein

19.994096 NaN S453;S660;S691 37217939 MDGQTLRKAERSWSCSREKKEGYA
KDMVTDFDEKHDEYLILLQQRNRIL
KHLKSKDPVQLRLEHLEQGFSVYVN
GANSELKSSPRKAIHSDFSRSASHTE
GTHDYGRRTLFREAEEALRRSSRTA
PSKVQRRGWHQKSVQIRTEAGPRLH
IEPPVDYSDDFELCGDVTLQANNTS
EDRPQELRRSLELSVNLQRKQKDCS
SDEYDSIEEDILSEPEPEDPALVGHP
RHDRPPSSGDWTQKDVHGEQETEG
RSSPGPDTLVVLEFNPASKSHKRER
NLSAKRKDNAEVFVPTKPEPNLTPQ
APAVFPDQERMCSRPGSRRERPLSA
TRKTLCEAEYPEEDASAVLQAIQVEN
AALQRALLSRKAEQPASPLQDAEGP
PAKPWTSLLEEKEETLELLPITTATTT
QEPAGAAGGARAINQAMDRIGLLGS
RQQQKLLKVLQAVESDSAHLGRVVS
PTKEQVSDTEDKQRMRADEIKDAIY
VTMEILSNWGNSWWVGLTEVEFFD
LNDTKLYVSPHDVDIRNTATPGELG
RLVNRNLAGKKDSSPWTCPFHPPLQ
LFFVIRNTRQLGDFHLAKIKVRNYW
TADGDLDIGAKNVKLYVNRNLIFNG
KLDKGDREAPADHSILVDQKNEKSE
QLEEAMNAHSEESKGTHEMAGASG
DKELGLGCSPPAETLADAKLSSQGN
VSGKRKNSTNCRKDSLSQLEEYLRL
SAVPTSMGDMPSAPATSPPVKCPPV
HEEPSLIQQLENLMGRKICEPPGKT
PSWLQPSPTGKDRKQGGRKPKPLW
LSPEKPLAWKGRLPSDDVIGEGPGE
TEARDKGLRHEPGWGTSRSVNTKE
RPQRATTKVHSDDSDIFNQPPNRER
PASGRRGSRKDAGSSSHGDDQPASR
EDTWSSRTPSRSRWRSEQEHTLHE
SWSSLSAFDRSHRGRISNTELPGDIL
DELLQQKSSRHSDLPPSKKGEQPGL
SRGQDGYSGETDAGGDFKIPVLPYG
QRLVIDIKSTWGDRHYVGLNGIEIFS
SKGEPVQISNIKADPPDINILPAYGKD
PRVVTNLIDGVNRTQDDMHVWLAP
FTRGRSHSITIDFTHPCHVALIRIWN
YNKSRIHSFRGVKDITMLLDTQCIFE
GEIAKASGTLAGAPEHFGDTILFTTD
DDILEAIFYSDEMFDLDVGSLDSLQD
EEAMRRPSTADGEGDERPFTQAGLG
ADERIPELELPSSSPVPQVTTPEPGIY
HGICLQLNFTASWGDLHYLGLTGLE
VVGKEGQALPIHLHQISASPRDLNEL
PEYSDDSRALDKLIDGTNITMEDEH
MWLIPFSPGLDHVVTIRLDRAESIAG
LRFWNYNKSPEDTYRGAKIVHVSLD
GLCVSPPEGFLIRKGPGNCHFDFAQ
EILFVDYLRAQLLPQPARRLDMRSLE
CASMDYEAPLMPCGFIFQFQLLTSW
GDPYYIGLTGLELYDERGEKIPLSEN
NIAAFPDSVNSLEGVGGDVRTPDKLI
DQVNDTSDGRHMWLAPILPGLVNR
VYVIFDLPTTVSMIKLWNYAKTPHRG
VKEFGLLVDDLLVYNGILAMVSHLV
GGILPTCEPTVPYHTILFTEDRDIRH
QEKHTTISNQAEDQDVQMMNENQI
ITNAKRKQSVVDPALRPKTCISEKET
RRRRC

None None None None None None None None None


