UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum |apparatus membrane region
060320 EREP2_HUMAN [Homo Protein  [28.275761 NaN NaN 39894887 MPPAGGPRAPRPAALPRSLSRLREC |False False False ([1.982 |0.188 False 0.188 2.639 0.542

sapiens ENTREP2 PGRSRIVLALGATQMALGCLIVAVSF

AALALTTSARVRHSCPFWAGFSVLL
SGLIGVVSWKRPLSLVITFFMLLSAV
CVMLNLAGSILSCQNAQLVNSLEGC
QLIKFDSVEVCVCCELQHQSSGCSN
LGETLKLNPLQENCNAVRLTLKDLL
FSVCALNVLSTIVCALATAMCCMQM
VSSDVLQMFLPQRSHPANPTCVTPH
GTVLHQTLDFDEFIPPLPPPPYYPPEY
TCTPSTEAQRGLHLDFAPSPFGTLYD
IVAINSPGLLYPAELPPPYEAVVGQPP
ASQVTSIGQQVAESSSGDPNTSAGF
STPVPADSTSLLVSEGTATPGSSPSP
DGPVGAPAPSEPALPPGHVSPEDPG
MGSQVQPGPGRVSRSTSDPTLCTSS
MAGDASSHRPSCSQDLEAGLSEAVP
GSASMSRSATAACRAQLSPAGDPDT
'WKTDQRPTPEPFPATSKERPRSLVD
SKAYADARVLVAKFLEHSHCALPTE
AQHMVGAMRLAVTNEERLEEEAVF
GADVLDQV




