}J];1 iprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
060477 BRNP1_HUMAN Homo BMP/retinoic |18.379595 S104;T627 NaN 30379171 MNWRFVELLYFLFIWGRISVQPSHQ |False False 1.137 |1.831 1.209 0.726 0.917 0.998 2.109
sapiens |acid- EPAGTDQHVSKEFDWLISDRGPFHH
inducible SRSYLSFVERHRQGFTTRYKIYREFA
neural- RWKVRNTAIERRDLVRHPVPLMPEF
specific QRSIRLLGRRPTTQQFIDTIIKKYGTH
protein 1 LLISATLGGEEALTMYMDKSRLDRK

SGNATQSVEALHQLASSYFVDRDGT
MRRLHEIQISTGAIKVTETRTGPLGC
NSYDNLDSVSSVLLQSTESKLHLQG
LQIIFPQYLQEKFVQSALSYIMCNGE
GEYLCQNSQCRCQCAEEFPQCNCPI
TDIQIMEYTLANMAKSWAEAYKDLE
NSDEFKSFMKRLPSNHFLTIGSIHQ
HWGNDWDLQNRYKLLQSATEAQR
QKIQRTARKLFGLSVRCRHNPNHQL
PRERTIQQWLARVQSLLYCNENGF
'WGTFLESQRSCVCHGSTTLCQRPIP
CVIGGNNSCAMCSLANISLCGSCNK
GYKLYRGRCEPQNVDSERSEQFISF
ETDLDFQDLELKYLLQKMDSRLYVH
TTFISNEIRLDTFFDPRWRKRMSLTL
KSNKNRMDFIHMVIGMSMRICQMR
NSSLDPMFFVYVNPFSGSHSEGWN
MPFGEFGYPRWEKIRLQNSQCYNW
TLLLGNRWKTFFETVHIYLRSRTRLP
TLLRNETGQGPVDLSDPSKRQFYIKI
SDVQVFGYSLRFNADLLRSAVQQVN
QSYTQGGQFYSSSSVMLLLLDIRDRI
NRLAPPVAPGKPQLDLFSCMLKHRL
KLTNSEIIRVNHALDLYNTEILKQSD
QMTAKLC




