endoplasmic |golgi plasma extracellular

UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
060547 GMDS_HUMAN [Homo GDP- 18.379595 NaN T323 30379171 MAHAPARCPSARGSGDGEMGKPRN (True False 4.501 |2.114 [2.212 1.534 1.9 1.53 4.322
sapiens |mannose IVALITGITGQDGSYLAEFLLEKGYEV
4,6 HGIVRRSSSFNTGRIEHLYKNPQAHI
dehydratase EGNMKLHYGDLTDSTCLVKIINEVK

PTEIYNLGAQSHVKISFDLAEYTADV
DGVGTLRLLDAVKTCGLINSVKFYQA
STSELYGKVQEIPQKETTPFYPRSPY
GAAKLYAYWIVVNFREAYNLFAVNGI
LFNHESPRRGANFVTRKISRSVAKIY
LGQLECFSLGNLDAKRDWGHAKDY
VEAMWLMLQNDEPEDFVIATGEVH
SVREFVEKSFLHIGKTIVWEGKNEN
EVGRCKETGKVHVTVDLKYYRPTEV
DFLQGDCTKAKQKLNWKPRVAFDE
LVREMVHADVELMRTNPNA




