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D Entry name |organism (full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndr
060610 DIAP1_HUMAN [Homo Protein 34.755382 S132;5439;5490;T1230;S1231;S123 |S7;S22;S36;T768;T1121;51251;S12 |29237092;23301498;40307207;347 [MEPPGGSLGPGRGTRDKKKGRSPD (True True 4.664 (4.647 [1.68
sapiens |diaphanous 5 54 25712;32119511;40914422;351328 |[ELPSAGGDGGKSKKFTLKRLMADEL
homolog 1 62;39534244;28510447;29351928 |[ERFTSMRIKKEKEKPNSAHRNSSAS

'YGDDPTAQSLQDVSDEQVLVLFEQM
LLDMNLNEEKQQPLREKDIIIKREM
VSQYLYTSKAGMSQKESSKSAMMYI
QELRSGLRDMPLLSCLESLRVSLNN
NPVSWVQTFGAEGLASLLDILKRLH
DEKEETAGSYDSRNKHEITRCLKAF
MNNKFGIKTMLETEEGILLLVRAMD
PAVPNMMIDAAKLLSALCILPQPED
MNERVLEAMTERAEMDEVERFQPL
LDGLKSGTTIALKVGCLQLINALITPA
EELDFRVHIRSELMRLGLHQVLQDL
REIENEDMRVQLNVFDEQGEEDSY
DLKGRLDDIRMEMDDFNEVFQILLN
TVKDSKAEPHFLSILQHLLLVRNDYE
ARPQYYKLIEECISQIVLHKNGADPD
FKCRHLQIEIEGLIDQMIDKTKVEKS
EAKAAELEKKLDSELTARHELQVEM
KKMESDFEQKLQDLQGEKDALHSE
KQQIATEKQDLEAEVSQLTGEVAKLT
KELEDAKKEMASLSAAAITVPPSVPS
RAPVPPAPPLPGDSGTIIPPPPAPGDS
TTPPPPPPPPPPPPPLPGGVCISSPPS
LPGGTAISPPPPLSGDATIPPPPPLPE
GVGIPSPSSLPGGTAIPPPPPLPGSAR
IPPPPPPLPGSAGIPPPPPPLPGEAGM
PPPPPPLPGGPGIPPPPPFPGGPGIPP
PPPGMGMPPPPPFGFGVPAAPVLPF
GLTPKKLYKPEVQLRRPNWSKLVAE
DLSQDCFWTKVKEDRFENNELFAK
LTLTFSAQTKTSKAKKDQEGGEEKK
SVQKKKVKELKVLDSKTAQNLSIFLG
SFRMPYQEIKNVILEVNEAVLTESMI
QNLIKQMPEPEQLKMLSELKDEYDD
LAESEQFGVVMGTVPRLRPRLNAIL
FKLQFSEQVENIKPEIVSVTAACEEL
RKSESFSNLLEITLLVGNYMNAGSR
NAGAFGFNISFLCKLRDTKSTDQKM
TLLHFLAELCENDYPDVLKFPDELA
HVEKASRVSAENLQKNLDQMKKQI
SDVERDVQNFPAATDEKDKFVEKM
TSFVKDAQEQYNKLRMMHSNMETL
YKELGEYFLFDPKKLSVEEFFMDLH
NFRNMFLQAVKENQKRRETEEKMR
RAKLAKEKAEKERLEKQQKREQLID
MNAEGDETGVMDSLLEALQSGAAF
RRKRGPRQANRKAGCAVTSLLASEL
TKDDAMAAVPAKVSKNSETFPTILEE
IAKELVGRAS




