UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
060706 ABCC9_HUMAN Homo ATP- 26.147272 S537;S539 [NaN 39531497 MSLSFCGNNISSYNINDGVLQNSCF |False True 2.613 [2.876 (3.082 1.652 0.836 4.771 1.58
sapiens |binding IVDALNLVPHVFLLFITFPILFIGWGS

cassette QSSKVQIHHNTWLHFPGHNLRWIL

sub- TFALLFVHVCEIAEGIVSDSRRESRH

family LHLFMPAVMGFVATTTSIVYYHNIET

C SNFPKLLLALFLYWVMAFITKTIKLV

member KYCQSGLDISNLRFCITGMMVILNG

9 LLMAVEINVIRVRRYVFFMNPQKVK

PPEDLQDLGVRFLQPFVNLLSKATY
IWWMNTLIISAHKKPIDLKAIGKLPIA
MRAVTNYVCLKDAYEEQKKKVADH
PNRTPSIWLAMYRAFGRPILLSSTFR
IYLADLLGFAGPLCISGIVQRVNETQN
GTNNTTGISETLSSKEFLENAYVLAV
LLFLALILQRTFLQASYYVTIETGINL
RGALLAMIYNKILRLSTSNLSMGEM
TLGQINNLVAIETNQLMWFLFLCPN
LWAMPVQIIMGVILLYNLLGSSALVG
IAAVIVLLAPIQYFIATKLAEAQKSTLD
[YSTERLKKTNEILKGIKLLKLYAWEH
IFCKSVEETRMKELSSLKTFALYTSL
SIFMNAAIPIAAVLATFVTHAYASGN
NLKPAEAFASLSLFHILVTPLFLLSTV
IVRFAVKAIISVQKLNEFLLSDEIGDD
SWRTGESSLPFESCKKHTGVQPKTI
NRKQPGRYHLDSYEQSTRRLRPAET
EDIAIKVTNGYFSWGSGLATLSNIDI
RIPTGQLTMIVGQVGCGKSSLLLAIL
GEMQTLEGKVHWSNVNESEPSFEA
TRSRNRYSVAYAAQKPWLLNATVEE
NITFGSPFNKQRYKAVTDACSLQPDI
DLLPFGDQTEIGERGINLSGGQRQRI
CVARALYQNTNIVFLDDPFSALDIHL
SDHLMQEGILKFLQDDKRTLVLVTH
KLQYLTHADWIIAMKDGSVLREGTL
KDIQTKDVELYEHWKTLMNRQDQE
LEKDMEADQTTLERKTLRRAMYSRE
IAKAQMEDEDEEEEEEEDEDDNMST
IVMRLRTKMPWKTCWRYLTSGGFFL
LILMIFSKLLKHSVIVAIDYWLATWT
SEYSINNTGKADQTYYVAGFSILCGA
GIFLCLVTSLTVEWMGLTAAKNLHH
NLLNKIILGPIRFFDTTPLGLILNRFS
IADTNIIDQHIPPTLESLTRSTLLCLSA
IGMISYATPVFLVALLPLGVAFYFIQK
YFRVASKDLQELDDSTQLPLLCHFS
ETAEGLTTIRAFRHETRFKQRMLELT
DTNNIAYLFLSAANRWLEVRTDYLG
IACIVLTASIASISGSSNSGLVGLGLLY
IALTITNYLNWVVRNLADLEVQMGAV
KKVNSFLTMESENYEGTMDPSQVP
EHWPQEGEIKIHDLCVRYENNLKPV
LKHVKAYIKPGQKVGICGRTGSGKSS
LSLAFFRMVDIFDGKIVIDGIDISKLP
LHTLRSRLSIILQDPILFSGSIRFNLD
PECKCTDDRLWEALEIAQLKNMVKS
LPGGLDAVVTEGGENFSVGQRQLFC
LARAFVRKSSILIMDEATASIDMATE
NILQKVVMTAFADRTVVTIAHRVSSI
MDAGLVLVFSEGILVECDTVPNLLA
HKNGLFSTLVMTNK




