UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
060760 HPGDS_HUMAN [Homo Hematopoietic [18.379595 T7 NaN 30379171 MPNYKLTYFNMRGRAEIIRYIFAYLD (True False 4.824 |4.636 |3.086 2.394 2.029 2.534 2.445
sapiens |prostaglandin IQYEDHRIEQADWPEIKSTLPFGKIPI
D synthase

LEVDGLTLHQSLAIARYLTKNTDLAG
NTEMEQCHVDAIVDTLDDFMSCFP
WAEKKQDVKEQMFNELLTYNAPHL
MQDLDTYLGGREWLIGNSVTWADF
YWEICSTTLLVFKPDLLDNHPRLVTL
RKKVQAIPAVANWIKRRPQTKL




