DYPERNRENVMEDFLKRIECYKVTY
RPLDPDNYDKDLSFIKVINVGQRFLV
NRVQDYIQSKIVYYLMNIHVQPRTIY
LCRHGESEFNLLGKIGGDSGLSVRG
KQFAQALRKFLEEQEITDLKVWTSQ
LKRTIQTAESLGVPYEQWKILNEIDA
GVCEEMTYAEIEKRYPEEFALRDQE
KYLYRYPGGESYQDLVQRLEPVIMEL
ERQGNVLVISHQAVMRCLLAYFLDK
GADELPYLRCPLHTIFKLTPVAYGCK
VETIKLNVEAVNTHRDKPTNNFPKN
QTPVRMRRNSFTPLSSSNTIRRPRN
[YSVGSRPLKPLSPLRAQDMQEGAD

}Jl;l iprotKB Entry name |organism full name loglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasnia
sites reticulum pparatus ‘
060825 F262_HUMAN Homo 6- 28.397707 S390;5472(S29;5466;T468;T475;S483;S486;S4 [31373491;38253038 MSGASSSEQNNNSYETKTPNLRMS [None None None [None |None None None None
sapiens [phosphofructo- 93 EKKCSWASYMTNSPTLIVMIGLPAR
- GKTYVSKKLTRYLNWIGVPTKVFNL
kinase/fructose- GVYRREAVKSYKSYDFFRHDNEEAM
2,6- KIRKQCALVALEDVKAYLTEENGQIA
bisphosphatase [VFDATNTTRERRDMILNFAEQNSFK
2 IVFFVESVCDDPDVIAANILEVKVSSP




