UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
061066 061066_TRYCR|[Trypanosoma [NaN [19.946178 NaN NaN 30984116 MRVYFSLSIALFLFLLYATAGHSFHA |None None None [None None None None None None

cruzi

EDAPILTDEFLELVNRLNGGKWTAG
RTSRTKYLTRRGASRLLGTFLRNTSI
LPPRQFSEEELRVPLQDRFDAGEAW
PKCPTITEIRDQSSCGSCWAVAAASA
MSDRYCTLGGVRDLRISAGDLMSCC
DVCGYGCNGGYPEVAWEYYAVHGIV
SEYCQPYPFPSCAHHVNSSDLSPCS
GEYDTPTCNSTCTDKKIPLIKYRGNT
SYILSGEESFKRELLLNGPFEVSFSV
'YADFVAYTGGVYKHVTGVFLGGHAV
RIVGWGELNGEPYWKIANSWNHEW
GMNGYFLIARGVDECGIEGSGVAGIP
RIP




