UniprotKB Entry name |organism full name oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi pla:
ID sites reticulum |apparatus me:
070161 PI51C_MOUSE [Mus Phosphatidylinositol [37.975063 S514;S522(S554;T634;T644;5645;5655;S659;T |33300544;40885482 MELEVPDEAESAEAGAVTAEAAWSA [True False 5.0 3.852 |0.956 1.247 1.289 3.7.
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4-phosphate 5-
kinase type-1
gamma

661

ESGAAAGMTQKKAGLAEAPLVTGQP
GPGHGKKLGHRGVDASGETTYKKTT
SSTLKGAIQLGIGYTVGNLSSKPERD
IVLMQDFYVVESIFFPSEGSNLTPAH
HFQDFRFKTYAPVAFRYFRELFGIRP
DDYLYSLCNEPLIELSNPGASGSVFY
IVTSDDEFIIKTVMHKEAEFLQKLLPG
YYMNLNQNPRTLLPKFYGLYCVQSG
GKNIRVVVMNNVLPRVVKMHLKFD
LKGSTYKRRASKKEKEKSLPTYKDLD
FMQDMPEGLLLDSDTFGALVKTLQ
RDCLVLESFKIMDYSLLLGVHNIDQ
QERERQAEGAQSKADEKRPVAQKAL
[YSTAMESIQGGAARGEAIETDDTMG
GIPAVNGRGERLLLHIGIIDILQSYRFI
KKLEHTWKALVHDGDTVSVHRPSFY
IAERFFKFMSSTVFRKSSSLKSSPSKK
GRGALLAVKPLGPTAAFSASQIPSER
EDVQYDLRGARSYPTLEDEGRPDLL
PCTPPSFEEATTASIATTLSSTSLSIPE
RSPSDTSEQPRYRRRTQSSGQDGRP
QEEPHAEDLQKITVQVEPVCGVGVV
PKEEGAGVEVPPCGASAAASVEIDAA
SQASEPASQASDEEDAPSTDIYFPTD
ERSWVYSPLHYSARPASDGESDT




