endoplasmic golgi pla:

UniprotkB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion .
ID sites sites reticulum apparatus me:
070310 NMT1_MOUSE Mus Glycylpeptide N- 38.904664 NaN S31;547;S83 22645316;25153642;28135057;362 [MADESETAVKLPAPSLPLMMEGNG (True False 4.368 [2.52 1.549 1.373 1.272 2.9

musculus [tetradecanoyltransferase 88343;37453647;28528544 NGHEHCSDCENEEDNSHNRSGLSP
IANDTGAKKKKKKQKKKKEKGSDME
STQDQPVKMTSLPAERIQEIQKAIEL
FSVGQGPAKTMEEASKRSYQFWDT

QPVPKLGEVVNTHGPVEPDKDNIRQ
EPYTLPQGFTWDALDLGDRGVLKEL
YTLLNENYVEDDDNMFRFDYSPEFL
LWALRPPGWLPQWHCGVRVVSSRK
LVGFISAIPANIHIYDTEKKMVEINFL
CVHKKLRSKRVAPVLIREITRRVHLE
GIFQAVYTAGVVLPKPVGTCRYWHR
SLNPRKLIEVKFSHLSRNMTMQRT

MKLYRLPETPKTAGLRPMEKKDIPV
\VHQLLSRYLKQFHLTPVMNQEEVE

HWFYPQENIIDTFVVENANGEVTDF
LSFYTLPSTIMNHPTHKSLKAAYSFY
NVHTQTPLLDLMSDALVLAKMKGF
DVFNALDLMENKTFLEKLKFGIGDG
NLQYYLYNWKCPSMGAEKVGLVLQ




