UniprotKB Entry name |organism [full name (oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion Pl ic|golgi plasma extl"acellular
ID sites reticulum apparatus [ membrane region
070373 XIRP1_MOUSE Mus Xin actin- |25.629171 NaN S205;S5208;S213;S295;S332;S353 (36288343  MADAQMQVAPTPTIQMRTEEDLSLP |None None None |None None None None None None
musculus |binding HPSAPEGLPPPPPKETFSKFQQQRQ
repeat- ASELRRLYKHIHPELRKNLEEAVAE
containing DLAEVLGSEEPTEGDVQCMRWIFEN
protein 1 'WRLDAIGDHERPAAREPVSGGNVQA

TSRKFEEGSFTNSSDQEPEGLRPSG
GDVQAARQMFETKPLDALRGQEEA
TQTTMREPAATGDVQGTRKLFETRP
LDRLGSRPSIQEQSPLELRSEIQELK
GDVKKTVKLFQTEPLCAIQDAEGTIH
EVKAACREEIQSNAVRSARWLFETR
PLDAFNQDPSQVRVIRGISLEEGALP
DVSATRWIFETQPLDAIREIEVDEKD
FQPSPDLIPPGPDVQHQRHLFETCSL
DTLKGERETEAEVPPKEEVIPGDVRS
TLWLFETKPLDAFRDQVQVGHLQRV
GHQEGEGLVTECLPSNGTSVLPLSQ
GVPQNDGLKGDVKTFKNLFETLPLD
SIGQGEPSAYGNINRGQNTDSAEQS
QGSDAPVYAMQDSRGQLHALTSVSR
EQVVGGDVQGYKWMFETQPLDTLG
RSPSTIDVVRGITRQEVVAGDVGTTR
WLFETQPLEMIHQQEQQKPEEEEG
KGPGGPPPELPKKGDVQTIRWLFET
YPMSELAEKRESEVTDPVSKAETQS
CTWMFGPQSLNPAEGSGEQHLQTS
QVPAGDRQTDRHVFETESLPASNQS
SGRKPVRYCSRVEIPSGQVSRQKEVF
QALEAGKKEVPETTINLGSIPTGSVH
KFTWLFENCPMGSLAAESIRGDNLQ
EEQPKGSAGHGTPERQETAAERTLR
TLHATPGILHHGGILMEARGPGELC
LAKYVLPSPGQGRPYIRKEELVCGEL
PRIVRQVLRRTDVDQQGLLVQEDTA
GQLQLHPLMLPGPGDPGNIEDMDP
ELQQLLACGLGVSVSKTGLVMQETG
QGLVALTAYSLQPQLTSRAPERSSVQ
LLASCIDKGDLHSLHSLRWEPPTDP
SSGPATEESQRVPPTESIIHVTPLDST
MEMGQLRISGSTPCPPPSRAAGKVV
LPNGKPVAQAPLQEARKKRDISHAG
QKGKAASGRPEASPLGSGAPDLQEA
MQNLRLATAEAQSLHQQVLSRHPQ
GSDPVATSMPVQDVLQASTPATGVT
QGSIRPVAGSEARIPAVPRKLL




